pOP5MP

ATGAATGGATCTCATCACCATCACCAT CACCATCACACTAGTATGAAAAT CGAAGAAGGT
90 100 110 120 130 140
MNGSHMHMHMHHMHMHMHTSMKI E E G

AAACTGGTAATCTGGATTAACGGCGATAAAGGCTATAACGGT CTCGCTGAAGT CGGTAAG
150 160 170 180 190 200
K L VI WI NGDIKU GYNUGLAEV GK

AAATTCGAGAAAGATACCGGAAT TAAAGT CACCGT TGAGCATCCGGATAAACT GGAAGAG
210 220 230 240 250 260
K FEKDTGI KV TVEMHUZPDIKTL E E

AAATTCCCACAGGT TGCGECAACT GGCGATGECCCTGACATTATCT TCTGGGCACACGAC
270 280 290 300 310 320
K F P QVAATSGDSGPUIDI I F WAMHTD

CGCTTTGGTGECTACGCT CAAT CTGGCCT GT TGGCT GAAAT CACCCCGGACAAAGCGT TC
330 340 350 360 370 380
RF GGYAQSGLULAEI TPDIKAF

CAGGACAAGCTGTATCCGT TTACCT GGGATGCCGT ACGT TACAACGGCAAGCTGATTGCT
390 400 410 420 430 440
QDKULYPFTWDAVRYNGIKTLI A

TACCCGATCCCTGI TGAAGCGT TATCGCTGATTTATAACAAAGAT CTGCTGCCGAACCCG
450 460 470 480 490 500
Y PI AV EALSL1L I Y NIKUDILUL P NP

CCAAAAACCT GGGAAGAGAT CCCGEGECGECT GGATAAAGAACT GAAAGCGAAAGGT AAGAGC
510 520 530 540 550 560
P K T WEIEI P AL DKZEULKAIKGK S

GCGCTGATGT TCAACCT GCAAGAACCGTACT TCACCT GGCCGCTGATTGCTGCTGACGGEG
570 580 590 600 610 620
AL MFNLOQQEWPYFTWPLI A ADG

GGITATGCGT TCAAGTATGAAAACGGCAAGT ACGACATTAAAGACGT GGGCGT GGATAAC
630 640 650 660 670 680
GYAFKYENGIKYDI KDV GV DN

GCTGGCCCGAAAGCGEGT CTGACCT TCCTGGT TGACCT GAT TAAAAACAAACACATGAAT
690 700 710 720 730 740
AGAKAGL T FULV DLI KNIKWHMN

GCAGACACCGATTACTCCATCGCAGAAGCT GCCTTTAATAAAGGCGAAACAGCGATGACC
750 760 770 780 790 800
A DTDYSI A EAAFNIKGETAMT

ATCAACGGECCCGT GGGCAT GGT CCAACAT CGACACCAGCAAAGT GAATTATGGTGTAACG
810 820 830 840 850 860
I NGP WA WS N1 DTS KV NY GV T

GI'ACTGCCGACCT TCAAGGGT CAACCAT CCAAACCGT TCGT TGECGT GCT GAGCGCAGGT
870 880 890 900 910 920
v L P TFKGQPSKWPFV GV L S AG

ATTGACGCCGCCAGT CCGAACAAAGAGCT GGCAAAAGAGT TCCTCGAAAACTATCTGCTG
930 940 950 960 970 980
I DA A SPNIKELAKEU FTULENYTLL

ACTGATGAAGGT CTGGAAGCGGT TAATAAAGACAAACCGCT GEGT GCCGTAGCCGCTGAAG
990 1000 1010 1020 1030 1040
T DEGLEAVNI KD KWPLGAVALK

TCTTACGAGGAAGAGT TGECGAAAGAT CCACGT AT TGCCGCCACAAT GGAAAACGCCCAG
1050 1060 1070 1080 1090 1100
S YEEELAKDWPRI A ATMENAD®GQ



# Enzymes
Agel
Apal

Avrl |
BanH|
Bgl I 1
EcoRl
Hi ndl ||
Nco
Not |
Sal |
Spel
Xhol

K GEI MP NI PQMSATFWYAVRT
GOGGT GAT CAACGCCGCCAGOGGT OGT CAGACT GTOGAT GAAGOCCT GAAAGACGOGCAG

1170 1180 1190 1200 1210 1220
AAVI NAASGROQTVDEALKDADQ
Agel Sal | Apal
>-—=—=—=—=— >-—=—=—=—=— =
ACTAATTCGAGCT CGACCGGTAGT GGCACCAGT GGGTCGACACTGGAAGT TCTGT TTCA!
1230 1240 1250 1260 1270 1280
T NS S ST GS GT S G S TLEV L F Q
BanH| EcoRl Avr |
> > S-—=—=—==
Apal Ncol Not | Xhol
—==>= S>=—=—=—=—=— =>=—=—=—=—== S>=—=—=—=—=—
GGCCCAGGATCCATGGAAT TCGCGECCGCCCTAGCCT CGAGCGGACTGAATGACATTTTC
1290 1300 1310 1320 1330 1340
G P GSMEFAAALGSSGL NUDI F
Hi ndl ||
S>=—=—=—=—=—
GAAGCACAGAAGATCGAATGGCATGAAGCCTAAGCTTG
1350 1360 1370 1380
E A QKI EWHEA™* - *
that cut Frequency | soschi zomer s
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